
were length of stay after transplantation, delayed graft function (ie,
dialysis after the transplantation) and postoperative care in an
intensive care unit. At the 6-month follow-up, we identified uri-
nary infection and surgical site infection as risk factors. One death
occurred due to stroke in the group of colonized patients, unrelated
to infectious causes.Conclusions: These results show fundamental
aspects for health professionals for bacterial characterization,
transmission, and resistance mechanisms and, mainly, tools for
prevention and control of multidrug-resistant bacteria from
patients colonized under conservative treatment before the com-
plexity of high-risk procedures begins, such as dialysis and trans-
plantation to reduce morbidity and mortality.
Funding: FAPESP São Paulo Research Support Foundation
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Catolica de Chile, Millennium Nucleus for Collaborative
Research on Bacterial Resistance (MICROB-R); Danilo Alvares,
Department of Statistics, Pontificia Universidad Catolica de
Chile, Millennium Nucleus for Collaborative Research on
Bacterial Resistance (MICROB-R); Lina Rivas, Instituto de
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Clinica Alemana Universidad del Desarrollo; Millennium
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(MICROB-R); Maria Spencer, Instituto de Ciencias e
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Universidad del Desarrollo; Millennium Nucleus for
Collaborative Research on Bacterial Resistance (MICROB-R);
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Medicina, Facultad de Medicina Clinica Alemana Universidad
del Desarrollo; Millennium Nucleus for Collaborative Research
on Bacterial Resistance (MICROB-R); Francisco Moya, Instituto
de Ciencias e Innovacion en Medicina, Facultad de Medicina
Clinica Alemana Universidad del Desarrollo; Millennium
Nucleus for Collaborative Research on Bacterial Resistance
(MICROB-R); Loreto Rojas, Hospital Puerto Montt, Puerto
Montt, Chile; Maria Luisa Rioseco, Hospital Puerto Montt,
Puerto Montt, Chile; Pamela Rojas, Hospital Padre Hurtado,
Santiago, Chile; Pedro Usedo, Hospital Regional de Antofagasta,
Antofagasta, Chile; Rachel Smith , Centers for Disease Control
and Prevention; Paul Malpiedi, US Centers for Disease Control
and Prevention; Benjamin J. Park, CDC; Aditya Sharma, US
CDC; Andrea Huidobro, Universidad Catolica del Maule;
Catterina Ferreccio, School of Medicine, Pontificia Universidad
Catolica de Chile; Advanced Center for Chronic Diseases
(ACCDiS); Erika DAgata, Rhode Island Hospital / Brown
University; Jose Munita, University of Texas at Houston

Background: Estimating the burden of intestinal colonization with
antibiotic-resistant gram-negative bacteria (AR-GNB) is critical to
understanding their global epidemiology and spread. We aimed to
determine the prevalence of, and risk factors for, intestinal coloni-
zation due to AR-GNB in population-based hospital and commu-
nity settings in Chile.Methods: Between December 2018 and May
2019, we enrolled randomly selected hospitalized adults in 4
tertiary-care public hospitals (Antofagasta, Santiago, Curico and
Puerto Montt), and adults residing in a community-based cohort
in the rural town of Molina. Following informed consent, we col-
lected rectal swabs and epidemiological information through a
standardized questionnaire. Swabs were plated onto MacConkey
agar with 2 μg/mL ciprofloxacin or ceftazidime. All recovered mor-
photypes were identified, and antibiotic susceptibility testing was
performed via disk diffusion. The primary outcome was the preva-
lence of colonization with fluoroquinolone (FQ)- or third-gener-
ation cephalosporin (3GC)–resistant GNB. The secondary
outcome was the prevalence of colonization with multidrug-resist-
ant (MDR) GNB, defined as GNB resistant to ≥3 antibiotic classes.

Fig. 1.
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Categories were not mutually exclusive. Bivariate and multivariate
analyses were performed to describe risk factors for colonization
with these categories. Results: In total, 775 hospitalized adults
and 357 community participants were enrolled, with a median
age of 60 years (IQR, 42–72) and 55 years (IQR, 48–62) years,
respectively. Among hospitalized participants, the prevalence of
colonization with FQ- or 3GC-resistant GNB was 47% (95% CI,
43%–50%) and 41% (95% CI, 38%–45%), respectively, whereas
the prevalence of MDR-GNB colonization was 27% (95% CI,
24%–31%). In the community setting, the prevalence of coloniza-
tion with either FQ-, 3GC-resistant GNB, or MDR-GNB was 40%
(95% CI, 34%–45%), 29% (95% CI, 24%– 34%), and 5% (95% CI,
3%–8%), respectively. Independent risk factors for hospital MDR-
GNB colonization included the hospital of admission, unit of hos-
pitalization (intensive care units carried the highest risk), in-hos-
pital antimicrobial exposure, comorbidities (Charlson index), and
length of stay. In the community setting, recent antibiotic exposure
(<3months) predicted colonization with either FQ- or 3GC-resist-
ant GNB, and alcohol consumption was inversely associated with
MDR GNB colonization. Conclusions: A high burden of coloni-
zation with AR-GNB was observed in this sample of hospitalized
and community-dwelling adults in Chile. The high burden of col-
onization with GNB resistant to commonly used antibiotics such as
FQ and 3GC found in community dwellers, suggests that the com-
munity may be a relevant source of antibiotic resistance. Efforts to
understand relatedness between resistant strains circulating in the
community and the hospital are needed.
Funding: None
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Background:Most medical and surgical devices used in healthcare
facilities are made of materials that are sterilized by heat (ie, heat
stable), primarily steam sterilization. Low-temperature sterilization
methods developed for heat and moisture sensitive devices include
ethylene oxide gas (ETO), hydrogen peroxide gas plasma (HPGP),
vaporized hydrogen peroxide (VHP), and hydrogen peroxide plus
ozone. This study is the first to evaluate the microbicidal activity of
the FDA-cleared VHP sterilizer and other methods (Table 1) in the
presence of salt and serum (10% FCS).Methods: Brushed stainless
steel discs (test carriers) were inoculated with test microbes
(Table 1) and subjected to 4 sterilization methods: steam, ETO,
VHP and HPGP. Results: Steam sterilization killed all 5 vegetative
and 3 spore-forming test organisms in the presence of salt and
serum (Table 1). Similarly, the ETO and the HPGP sterilizers inac-
tivated the test organismswith a failure rate of 1.9% for each (ie, 6 of
310 for ETO and 5 of 270 for HPGP). Although steam had no fail-
ures compared to both ETO andHPGP, which demonstrated some
failures for vegetative bacteria, there was no significant difference
comparing the failure rate of steam to either ETO (P > .05) or
HPGP (P > .05). However, the VHP system tested failed to inacti-
vate all the test organisms in 76.3% of the tests (206 of 270; P <
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