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Aim. Investigating the relationship among acute phase proteins
and personality disorders in schizophrenic patients in a sample of
adult schizophrenic patients under psychiatric treatment in a general
hospital health setting.

Material and Methods. 37 adult paranoid schizophrenics under-
going treatment in the University Hospital of the Canary Islands with
DSM-IV diagnosis of paranoid schizophrenia are included. Years
from onset 9.20 s.d. 6.29, age at onset 19.75 s.d. 4.73. The record
of personality disorders as a secondary diagnosis in the medical chart
was taking into account. A blood sample as routine standard analysis
was carried out in each patient.

Results. In 21 patients (56.7%) a personality disorder, mainly with
paranoid and schizotypal traits, was registered. The percentage of
each personality disorder is as follows, Schizotypal (16.2%), Paranoid
(13.5%), Schizoid (2.7%), Paranoid and Schizotypal (24.3%). The re-
sults point to no significant correlation according to APP (C3, C4, al-
pha2-macroglobulin, alphal-glicoprotein, ceruloplasmin) in the
different diagnostic groups.

Discussion and conclusions. In our study there is no evidence to
support a significant correlation among APP and the different person-
ality disorders in our sample of schizophrenics in spite of a positive
correlation of APP and some psychopathology dimensions that has
been communicated earlier elsewhere. In order to set some possible
specificity of acute phase proteins and other clinical features in
schizophrenia further research is required.
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Background and aims: The enzyme catechol-O-methyl transferase
(COMT) is significantly involved in dopamine’s catabolism, espe-
cially in the prefrontal cortex. The association between several
schizophrenic phenotype traits and the presence of prefrontal hypodo-
paminergia is well known. The purpose of this study was to determine
if variations in the gene that encodes this enzyme constitute a risk fac-
tor for the development of schizophrenia in our Spanish patient
sample.

Methods: the study included a total of 199 Spanish male DSM-
IV-TR schizophrenic patients and a sample of 186 male healthy con-
trols. Genotyping was performed using Single Strand Conformation
Polymorphism (SSCP) of amplified fragments by DNA polymerase
chain reaction (PCR). Statistical analysis was done using SPSS (V.
11.0), PHASE (V. 2.0) software and Genetic Data Analysis (GDA).

Results: our results indicate that the homozygous genotypes for
Val108/158Met polymorphism are more prevalent in schizophrenic
patients than in control population (62% vs. 50%; p: 0.04); regarding
the C610G polymorphism, no differences were observed in this
sample.

Conclusions: our findings warrant the study of COMT gene in in-
dependent samples in order to establish the possible correlation of
variants of this gene and the development of schizophrenia in Spanish
male population.
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Background: The prevalence of metabolic syndrome is increased 2-3
fold in people with severe mental illness (SMI) yet monitoring of
physical health in the individuals is poor, despite clear guidance
from NICE.

Aim: To assess whether monitoring of metabolic complication of
people with SMI had occurred within the last year. To assess the prev-
alence of undiagnosed metabolic syndrome in SMI

Methods: 100 patients with SMI involving both community and
in-patient settings were audited. The prevalence of metabolic syn-
drome was assessed in 50 previously unmonitored patients.

Results: In the audit, the 100 psychiatric notes had details of the
following assessments: blood pressure (n=32), glucose (n=16), lipids
(n=9) and weight (n=2). Twenty-six of 50 (52%) patients were sub-
sequently found to fulfil the IDF definition for metabolic syndrome.
Three had previously undiagnosed diabetes based on fasting glucose
concentration. Metabolic syndrome was associated with increasing
age (p=0.03) but not clinical setting, diagnosis, antipsychotic medi-
cation, gender, smoking status, alcohol or illicit drug use. 22% of pa-
tients had a family history of diabetes.

Conclusion: There is a high prevalence of undiagnosed metabolic
syndrome in people with SMI. Improved screening of metabolic com-
plications should lead to better identification and treatment of this
clinical problem.
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New functional single nucleotide polymorphism (Ala72Ser) in the
comt gene is associated with aggressive behavior in male
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Background: A new functional Single Nucleotide Polymorphism
(Ala72Ser) in the COMT Gene was discovered recently. The purpose
of our study is to examine the association between Ala72Ser and
Val158Met functional polymorphisms in COMT gene and homicidal
behavior in schizophrenia.

Methods: DNA was genotyped for the Ala72Ser and Vall58Met
SNPs of the COMT gene in a sample of 90 schizophrenic patients
who committed homicide (H-SCZ) and 83 schizophrenic patients
who had never committed homicide (NH-SCZ).

Results: A statistically significant difference was found in geno-
type distribution and allele frequencies in SNP Ala72Ser of COMT
gene between H-SCZ and NH-SCZ group.. In haplotype analysis,
the frequency of the combination of high-high activity allele
(Ala-Val) was fewer in H-SCZ group than in NH-SCZ group
(p=0.000657).

Conclusions: Our study showed a highly significant association
between a COMT haplotype of two functional SNP and aggressive
behavior in schizophrenia.
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