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Abstract

Accurate methods for determining the duration of HIV infection at the individual level are
valuable in many settings, including many critical research studies and in clinical practice
(especially for acute infection). Since first published in 2003, the ‘Fiebig staging system’ has
been used as the primary way of classifying early HIV infection into five sequential stages
based on HIV test result patterns in newly diagnosed individuals. However, Fiebig stages
can only be assigned to individuals who produce both a negative and a positive test result
on the same day, on specific pairs of tests of varying ‘sensitivity’. Further, in the past 16
years HIV-testing technology has evolved substantially, and three of the five key assays
used to define Fiebig stages are no longer widely used. To address these limitations, we devel-
oped an improved and more general framework for estimating the duration of HIV infection
by interpreting any combination of diagnostic test results, whether obtained on single or mul-
tiple days, into an estimated date of detectable infection, or EDDI. A key advantage of the
EDDI method over Fiebig staging is that it allows for the generation of a point estimate, as
well as an associated credibility interval for the date of first detectable infection, for any person
who has at least one positive and one negative HIV test of any kind. The tests do not have to
be run on the same day; they do not have to be run during the acute phase of infection and the
method does not rely on any special pairing of tests to define ‘stages’ of infection. The size of
the interval surrounding the EDDI (and therefore the precision of the estimate itself) depends
largely on the length of time between negative and positive tests. The EDDI approach is also
flexible, seamlessly incorporating any assay for which there is a reasonable diagnostic delay
estimate. An open-source, free online tool includes a user-updatable curated database of pub-
lished diagnostic delays. HIV diagnostics have evolved tremendously since that original pub-
lication more than 15 years ago, and it is time to similarly evolve the methods used to estimate
timing of infection. The EDDI method is a flexible and rigorous way to estimate the timing of
HIV infection in a continuously evolving diagnostic landscape.

Accurate methods for determining the duration of HIV infection at the individual level are
valuable in many settings, including studies of HIV transmission [1], early disease pathogen-
esis [2, 3], impact of early anti-retroviral treatment (ART) and cure interventions [4–8] or
diagnostic performance [9, 10], and in clinical practice (especially for acute infection) [11–13].
Since first published in 2003, the ‘Fiebig staging system’ has been used as the primary way
of classifying early HIV infection into five sequential stages based on HIV test result patterns
in newly diagnosed individuals [14]. However, Fiebig stages can only be assigned to indivi-
duals who produce both a negative and a positive test result on the same day, on specific
pairs of tests of varying ‘sensitivity’. Further, in the past 16 years HIV-testing technology
has evolved substantially, and three of the five key assays used to define Fiebig stages – the
HIV p24 antigen ELISA, HIV IgG antibody ELISA and HIV western blots – are no longer
in wide use. To address these limitations, we developed an improved and more general frame-
work for estimating the duration of HIV infection by interpreting any combination of diagnos-
tic test results, whether obtained on single or multiple days, into an estimated date of
detectable infection, or EDDI.

It is common to employ Fiebig staging loosely, i.e. to assign stages to a particular individual
based on the classes of tests rather than the particular tests used in diagnosis. While under-
standable, in the absence of compelling alternatives, simple substitution of a similar type of
assay (e.g. substituting one IgG/IgM antibody test for another or using a viral load threshold
of 10 000 copies/ml as a surrogate for p24 Ag reactivity) does present problems for the estima-
tion of infection dates. Different assays have different window periods (delays from HIV
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infection to detection) even within a single class [15–18], and so
the durations of the sequential stages presented in the original
Fiebig paper cannot simply be used without introducing bias.
Table 1 provides five individual scenarios where screening and
supplemental testing was performed on the same day, with dis-
cordant results as required for Fiebig staging, but using tests
one might find in 2018.

In the column labelled ‘Fiebig stage (substitution)’, the days
from estimated infection date to specimen collection are calcu-
lated assuming that the newer tests are interchangeable with the
tests initially used in the Fiebig staging calculations, as is com-
monly done. In the column labelled ‘Fiebig stage (adjusted)’,
the days since infection have been adjusted based on the differ-
ences in diagnostic delays between the new and old tests, which
would therefore affect the average duration of each stage as origin-
ally presented in the Fiebig article. These adjustments were made
based on recently published estimates of diagnostic delays for a
wide variety of assays [16, 17]. In some cases, the difference
between assays is very small and the EDDI does not change
much, if at all. However, in some cases (as in the case of subject
V, with dates in bold font) there can be a shift of many days,
which is especially relevant for research studies and population-
level epidemiological analyses.

More important than the number of days shifted is that the
Fiebig staging system only provides meaningful information in
cases where a patient presents with discordant test results on a
single day, indicating incomplete seroconversion (i.e. during
Fiebig stages I–IV). Most individuals present to clinics or research
studies after already reaching Fiebig stage V. In these cases, the
Fiebig system provides no information about the duration of
infection. On the other hand, a key feature of the ‘EDDI system’
is that prior negative test results can be incorporated, including
those obtained on dates prior to the positive diagnosis.

The analytical framework, and its implementation in a free
and open source online tool [19] for easily calculating EDDIs,
is described in Grebe et al. [20]. In Pilcher et al. [18], the per-
formance of an earlier iteration of the EDDI method is com-
pared with that of Fiebig staging, using only same-day results
from the specimens originally used in the 2003 Fiebig analysis.
The EDDI method utilises an individual’s testing history to gen-
erate a plausible interval of calendar days, during which earliest
detection by a specified reference test (by default, a viral load
assay with a detection threshold of 1 copy/ml) would have
occurred. This interval is bounded by the earliest plausible
date of detectable infection and latest plausible date of detectable
infection. The midpoint of this ‘DDI interval’ serves as the point
estimate, or EDDI. Information on the relative diagnostic
delays of assays is required. When inter-subject test variability
is known, DDI intervals can be computed as 95% credibility
intervals (CIs).

A key advantage of the EDDI method over Fiebig staging is
that it allows for the generation of a point estimate, as well as
an associated CI for the date of first detectable infection, for
any person who has at least one positive and one negative HIV
test of any kind. The tests do not have to be run on the same
day; they do not have to be run during the acute phase of infec-
tion and the method does not rely on any special pairing of tests
to define ‘stages’ of infection. The size of the interval surrounding
the EDDI (and therefore the precision of the estimate itself)
depends largely on the length of time between negative and posi-
tive tests. The EDDI approach is also completely flexible, seam-
lessly incorporating any assay for which there is a reasonable Ta

b
le

1.
Co

m
pa

ri
so
n
of

Fi
eb

ig
st
ag

in
g
su
bs
ti
tu
ti
ng

ne
w
er

as
sa
ys
,
w
it
h
an

d
w
it
ho

ut
ad

ju
st
m
en

t
fo
r
di
ag

no
st
ic

de
la
ys

Su
bj
ec
t

Te
st

da
te

Sc
re
en

in
g

Su
pp

le
m
en

ta
l

Fi
eb

ig
st
ag

e
(s
ub

st
it
ut
io
n)

Ad
ju
st
ed

da
te

of
in
fe
ct
io
n

Te
st

Re
su
lt

Te
st

Re
su
lt

St
ag

e
D
ay
s
si
nc
e

in
fe
ct
io
n

Es
t.
in
fe
ct
io
n

da
te

a
D
ay
s
si
nc
e

in
fe
ct
io
n

Es
t.
in
fe
ct
io
n

da
te

b

V
1
Ap

ri
l
20
18

O
ra
Q
ui
ck

R
T
(w

ho
le

bl
oo

d)
N
eg
at
iv
e

Ap
ti
m
a
Q
ua

l
R
N
A

Po
si
ti
ve

I–
II

16
.2

15
M
ar
ch

20
18

21
.8

10
M
ar
ch

20
18

W
30

M
ay

20
18

IN
ST

I
R
T

N
eg
at
iv
e

B
io
P
le
x
22
00

Ag
-A
b

Po
si
ti
ve

II
18
.7

11
M
ay

20
18

20
.5

9
M
ay

20
18

X
31

Ju
ly

20
18

AR
CH

IT
EC

T
Po

si
ti
ve

G
ee
ni
us

N
eg
at
iv
e

II–
III

20
.3

10
Ju

ly
20
18

22
.0

8
Ju

ly
20
18

Y
30

Se
pt
em

be
r

20
18

G
S
+
0

Po
si
ti
ve

G
ee
ni
us

N
eg
at
iv
e

III
22
.9

7
Se

pt
em

be
r

20
18

25
.7

4
Se

pt
em

be
r

20
18

Z
30

N
ov
em

be
r

20
18

G
S
+
0

Po
si
ti
ve

G
ee
ni
us

In
de

te
rm

in
at
e

IV
27
.3

2
N
ov
em

be
r

20
18

29
.7

31
O
ct
ob

er
20
18

O
ra
Q
ui
ck

R
T,

O
ra
Su

re
O
ra
Q
ui
ck

AD
VA
N
CE

ra
pi
d
te
st
;
IN
ST

I,
IN
ST

I
H
IV
-1
/2

1-
m
in
ut
e
ra
pi
d
te
st
;
AR

CH
IT
EC

T,
Ab

bo
tt
AR

CH
IT
EC

T
H
IV

Ag
/A
b
Co

m
bo

;
G
S
+
0,

B
io
R
ad

G
en

Sc
re
en

H
IV
-1
/H
IV
-2
+
0
EI
A;

Ap
ti
m
a
Q
ua

l
R
N
A,

Ap
ti
m
a
H
IV
-1

R
N
A
qu

al
it
at
iv
e
as
sa
y;

B
io
P
le
x
22
00

Ag
-A
b,

B
io
P
le
x
22
00

Ag
-A
b
Co

m
bo

;
G
ee
ni
us
,
B
io
R
ad

G
ee
ni
us
;
Es
t.
,
es
ti
m
at
ed

.
a
Es
ti
m
at
ed

in
fe
ct
io
n
da

te
s
ba

se
d
on

Fi
eb

ig
st
ag

es
ar
e
ob

ta
in
ed

by
su
bt
ra
ct
in
g
fr
om

th
e
da

te
of

di
ag

no
si
s:
ha

lf
of

th
e
du

ra
ti
on

of
th
e
st
ag

e
at

di
ag

no
si
s,
as

w
el
la

s
th
e
cu
m
ul
at
iv
e
du

ra
ti
on

of
al
lp

ri
or

st
ag

es
an

d
th
e
ec
lip

se
ph

as
e,
as

es
ti
m
at
ed

by
Fi
eb

ig
et

al
.
[1
4]
.

b
As

ab
ov
e,

bu
t
Fi
eb

ig
st
ag

e
du

ra
ti
on

s
ad

ju
st
ed

fo
r
th
e
di
ag

no
st
ic

de
la
ys

of
th
e
ne

w
er

as
sa
ys

us
ed

in
ea
ch

ca
se
.

2 S. N. Facente et al.

https://doi.org/10.1017/S0950268820000503 Published online by Cambridge University Press

https://doi.org/10.1017/S0950268820000503


Table 2. Comparison of Fiebig staging, 4th gen staging and the EDDI method for the estimation of infection timing in six individual scenarios

Subject Test date

Screening Supplemental
Fiebig stage
(actual)

Fiebig stage
(substitution)

4th gen stage
(substitution)

EP-DDI LP-DDI
EDDI

Test Result Test Result Stage

Est.
infection
date Stage

Est. infection
datea Stage

Est.
infection
dateb Date Date Date

Est. infection
datec

A 14 May 2004 GenSys EIA Negative Roche Amplicor
Ultrasensitive

Positive I 30 April
2004

I 30 April 2004 1 2 May 2004 18 April 2004 9 May 2004 28 April 2004 21 April 2004

A 26 May 2004 GenSys EIA Negative Western blot Indeterminate IV IV 3 30 April 2004 9 May 2004 4 May 2004 27 April 2004

A 16 Jun 2004 GenSys EIA Positive Western blot Positive V V 3 30 April 2004 9 May 2004 4 May 2004 27 April 2004

B 1 January 2016 Statpak RT Negative Aptima
(pool of 10)

Negative NA NA – – – – 25 December 2015 – – –

B 15 February 2016 ARCHITECT Positive Geenius Positive NA NA V 12 December
2015

NA NA 25 December 2015 17 January 2016 5 January 2016 29 December
2015

C 15 February 2016 Statpak RT Negative Aptima
(pool of 10)

Negative NA NA – – – – 8 February 2016 – – –

C 21 July 2016 Statpak RT Negative Aptima
(pool of 10)

Positive NA NA I 7 July 2016 1 9 Jul 2016 27 June 2016 14 July 2016 5 July 2016 28 June 2016

C 27 July 2016 NA NA ARCHITECT Positive NA NA III–V 2–3 27 June 2016 14 July 2016 5 July 2016 28 June 2016

D 20 October 2014 Determine
Combo RT

Ag+/Ab
−

Abbott m2000 0.8 million NA NA II 1 October 2014 2 3 October
2014

28 September 2014 7 October 2014 2 October 2014 25 September
2014

D 27 October 2014 ARCHITECT Positive Geenius Negative NA NA III 3 28 September 2014 7 October 2014 2 October 2014 25 September
2014

D 15 November 2014 ARCHITECT Positive Geenius Positive NA NA V 3 28 September 2014 7 October 2014 2 October 2014 25 September
2014

E 1 July 2017 OraQuick RT Negative NA NA NA NA – – – – 3 June 2017 – – –

E 2 December 2017 OraQuick RT Positive Geenius Positive NA NA V 28 September
2017

NA NA 3 June 2017 3 November 2017 18 August 2017 11 August 2017

F 1 September 2018 OraQuick RT Positive Geenius Positive NA NA VI NA NA NA – 3 August 2018 – –

GenSys EIA, Genetic Systems HIV-1/2 antibody; Statpak RT, Alere Clearview Stat-Pak rapid test; Determine Combo RT, Abbott Determine HIV-1/2 Ag/Ab Combo; Abbott m2000, Abbott Real Time HIV01 v1.0 m2000sp/m2000rt viral load assay; OraQuick RT,
OraSure OraQuick ADVANCE rapid test used on whole blood; Roche Amplicor Ultrasensitive, Roche Amplicor Monitor v1.5 (ultrasensitive – detection threshold 50 copies/ml); WB, BioRad GS HIV-1 western blot; Aptima (pool of 10), Aptima HIV-1 RNA
qualitative assay run in a pool of 10, then repeated on a single specimen to identify this subject as the positive specimen in the reactive pool; ARCHITECT, Abbott ARCHITECT HIV Ag/Ab Combo; UniGold RT, Trinity Biotech Unigold Rapid HIV test;
Geenius, BioRad Geenius; Est., estimated; EP-DDI, earliest plausible date of detectable infection; LP-DDI, latest plausible date of detectable infection; EDDI, estimated date of detectable infection.
aEstimated infection dates based on Fiebig stages are obtained by subtracting from the date of diagnosis: half of the duration of the stage at diagnosis, as well as the cumulative duration of all prior stages and the eclipse phase, as estimated by Fiebig
et al. [14].
bEstimated infection dates based on 4th gen stages are obtained by subtracting from the date of diagnosis: the median number of days from the history of HIV exposure for individuals diagnosed in that stage, as reported by Ananworanich et al. [21].
cEstimated infection dates are obtained by subtracting from the EDDI: the Fiebig et al. [14] estimate of the eclipse phase, adjusted for the relative diagnostic delay of the nucleic acid amplification testing (NAT) assay used in that analysis.
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diagnostic delay estimate. The tool includes a user-updatable
curated database of published diagnostic delays.

To demonstrate the differences in results using various staging
methods, we designed illustrative data for six typical individual
testing histories, using a wide range of tests run on different
days, with different results. In each case, we calculated estimated
infection date using (a) the Fiebig stage durations (if applicable)
per the original paper, (b) a quasi-Fiebig staging method allowing
for substitutions of tests in the same classes as the original paper,
despite different diagnostic delays, (c) a similar substitution
method application of the ‘4th gen staging’ system suggested by
Ananworanich and colleagues in 2015 [21] and (d) the EDDI
method. It is worth noting that of these four options, only the
EDDI method (d) is flexible enough to be used without requiring
modification or substitution to incorporate each of the compo-
nents of the testing history into the calculation.

Table 2 provides the results of the analysis of these scenarios. It
becomes immediately clear that in most cases in which current
HIV-testing algorithms are applied, infection dates cannot be esti-
mated using actual Fiebig stage durations. However, the adjusted
Fiebig estimates correspond quite closely to the 4th gen staging
estimates except in cases of Fiebig stage V, to which the 4th gen
method does not apply.

In the Fiebig and 4th gen staging systems, the earliest day upon
which discordant tests occur result in an assignment of ‘stage at
diagnosis’ and a corresponding estimate of infection date; this
estimate is not updated upon receipt of further testing informa-
tion. By contrast, the EDDI method automatically updates the
estimates as additional diagnostic tests are run, until the individ-
ual has fully seroconverted on the least sensitive assays available.

Indeed, when a patient is diagnosed with HIV during Fiebig
stages I–IV, the EDDI using the EDDI method is not a substantial
improvement over the ‘substitution’ Fiebig or 4th gen calculations;
in our analysis estimated infection dates differed by less than a
week in these cases. However, when patients are not diagnosed
with HIV until they have fully seroconverted (Fiebig stage V) –
which is the vast majority of cases diagnosed in non-research

settings worldwide – the tests are not discordant and the standard
methods do not apply. Conventionally, researchers then estimate
a date of seroconversion using the simple midpoint between the
date of the first positive test and the date of the last negative
one, ignoring any known ‘diagnostic delays’ associated with the
actual tests used. With the EDDI method, this additional informa-
tion is consistently incorporated into the calculation, potentially
changing the size of the plausible interval of infection and altering
the midpoint substantially (see dates in bold font).

Classification of infection duration is important in many set-
tings, as evidenced by the persistence of the Fiebig staging method
despite its reliance on old technology. Staging infections as ‘acute’
(typically Fiebig I), ‘recent’ (typically Fiebig II–IV) or ‘established’
(typically Fiebig V–VI) is conceptually useful, but this termin-
ology is not aligned with the usage of the terms in the growing
discourse on HIV recency estimation, previously applied only
for population-level incidence calculations [22–25]. Ongoing
attempts to produce more refined estimates of infection timing
using Fiebig methods are biased by failure to adjust for assays
actually used in today’s research studies or clinical settings.

The EDDI method does not have a built-in categorical
infection-stage classification scheme. For example, it is possible
to report that for patient M (first testing HIV positive on 1
January 2019, after last testing negative on 14 July 2018) has 3
October 2018 as their EDDI, i.e. the point estimate for the date
on which they first had a 50% chance of having their HIV infec-
tion detected by a viral load assay with a detection threshold of 1
RNA copy/ml of plasma. (The earliest plausible and latest plaus-
ible dates symmetrically surround the point estimate.) Clinicians
or researchers are then able to determine and apply thresholds
for the number of days since infection (taking into account the
size of the plausible interval) for the classification of ‘recent’,
‘acute’ or ‘established’ infection, should they deem this necessary.

Figure 1 demonstrates how a patient’s estimated ‘days since
EDDI’ can be mapped onto traditional Fiebig stages, using the
most current data on the average performance of each relevant
class of diagnostic test. However, we caution that this comparison

Fig. 1. Comparison of EDDI method and Fiebig method for understanding time since infection.
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considers only average test performance and DDI point estimates,
not their distribution. A direct mapping between Fiebig-based
days-since-infection and the new method’s days-since-EDDI is
not the most robust interpretation of testing history data; rather
it is more appropriate to move to a new paradigm of estimating
EDDI, then flexibly categorising ‘days since EDDI’ as best suits
a particular research question.

Importantly, for the EDDI method, ‘day 0’ (DDI) is not the
date of infectious exposure to HIV, but rather the first date on
which a viral load assay with a 1 copy/ml limit of detection
would have a 50% chance of detecting the infection. For this fig-
ure, we have estimated a 7-day (mean) delay between HIV acqui-
sition and DDI, using the recent estimate of the average eclipse
phase duration of 11.5 days from HIV acquisition to detection
with the Aptima HIV-1 RNA Qualitative Assay (Hologic Inc.,
Marlborough, MA) [17], and an average 4.2-day delay from
DDI to Aptima reactivity [18], as was done to convert EDDIs
to estimated infection dates in Table 2.

The crossing dotted lines in the figure further underscore the
point that as testing technology evolves, traditionally conceived
sequential stages of infection (as in Fiebig staging) are not always
neatly reflected in assay results. Again, a notable benefit of the
EDDI method is that any new assay can be incorporated into
the framework, as long as data on the estimated diagnostic
delay are available.

Fiebig stages were developed to be indicative of an individual’s
viral and antibody kinetics at the time of diagnostic testing, allow-
ing for an estimate of days since infection (with assumptions for
the eclipse period from exposure to RNA detection). HIV diag-
nostics have evolved tremendously since that original publication
more than 15 years ago, and it is time to similarly evolve the
methods used to estimate timing of infection. The EDDI method
is a flexible and rigorous way to estimate the timing of HIV infec-
tion in a continuously evolving diagnostic landscape.

References

1. Murphy G et al. (2017) Moving towards a reliable HIV incidence test –
current status, resources available, future directions and challenges
ahead. Epidemiology and Infection 145, 925–941.

2. Rosenberg ES et al. (2000) Immune control of HIV-1 after early treat-
ment of acute infection. Nature 407, 523–526.

3. Fidler S et al. (2013) Short-course antiretroviral therapy in primary HIV
infection. New England Journal of Medicine 368, 207–217.

4. Herout S et al. (2016) Impact of early initiation of antiretroviral therapy
in patients with acute HIV infection in Vienna, Austria. PLoS ONE 11,
e0152910.

5. Takata H et al. (2017) Delayed differentiation of potent effector CD8(+) T
cells reducing viremia and reservoir seeding in acute HIV infection.
Science Translational Medicine 9, eaag1809.

6. Li JZ et al. (2016) The size of the expressed HIV reservoir predicts timing
of viral rebound after treatment interruption. AIDS (London, England) 30,
343–353.

7. Grinsztejn B et al. (2014) Effects of early versus delayed initiation of anti-
retroviral treatment on clinical outcomes of HIV-1 infection: results from
the phase 3 HPTN 052 randomised controlled trial. Lancet Infectious
Diseases 14, 281–290.

8. Lundgren JD et al. (2015) Initiation of antiretroviral therapy in early
asymptomatic HIV infection. New England Journal of Medicine 373,
795–807.

9. Hassan J et al. (2019) Discrimination between recent and non-recent
HIV infections using routine diagnostic serological assays. Medical
Microbiology and Immunology 208, 693–702.

10. Leon SR et al. (2016) Laboratory evaluation of a dual-path platform assay
for rapid point-of-care HIV and syphilis testing. Journal of Clinical
Microbiology 54, 492–494.

11. Rutstein SE et al. (2017) Clinical and public health implications of acute
and early HIV detection and treatment: a scoping review. Journal of the
International AIDS Society 20, 21579.

12. Smith MK et al. (2013) The detection and management of early HIV
infection: a clinical and public health emergency. Journal of Acquired
Immune Deficiency Syndromes 63(suppl. 2), S187–S199.

13. Green N et al. (2017) Partner services in adults with acute and early HIV
infection. AIDS (London, England) 31, 287–293.

14. Fiebig EW et al. (2003) Dynamics of HIV viremia and antibody serocon-
version in plasma donors: implications for diagnosis and staging of pri-
mary HIV infection. AIDS (London, England) 17, 1871–1879.

15. Perry KR et al. (2008) Improvement in the performance of HIV screening
kits. Transfusion Medicine 18, 228–240.

16. Masciotra S et al. (2011) Evaluation of an alternative HIV diagnostic algo-
rithm using specimens from seroconversion panels and persons with
established HIV infections. Journal of Clinical Virology 52(suppl. 1),
S17–S22.

17. Delaney KP et al. (2017) Time until emergence of HIV test
reactivity following infection with HIV-1: implications for interpreting
test results and retesting after exposure. Clinical Infectious Diseases 64,
53–59.

18. Pilcher CD et al. (2019) A generalizable method for estimating duration
of HIV infections using clinical testing history and HIV test results. AIDS
(London, England) 33, 1231–1240.

19. Grebe E et al. Infection dating tool v1.1.5. Available at https://tools.inci-
dence-estimation.org/idt/. Source code: doi: 10.5281/zenodo.1488117.

20. Grebe E et al. (2019) Interpreting HIV diagnostic histories into infection
time estimates: analytical framework and online tool. BMC Infectious
Diseases 19, 894.

21. Ananworanich J et al. (2013) A novel acute HIV infection staging system
based on 4th generation immunoassay. Retrovirology 10.

22. UNAIDS/WHO Working Group on Global HIV/AIDS and STI
Surveillance (2011) When and how to use assays for recent infection to
estimate HIV incidence at a population level. Geneva.

23. World Health Organization (WHO), Joint United Nations Programme
on HIV/AIDS (UNAIDS). WHO/UNAIDS technical update on HIV
incidence assays for surveillance and epidemic monitoring. Geneva. 30
May 2013.

24. World Health Organization (2018) Meeting report: WHO working group
on HIV incidence measurement and data use. Boston: World Health
Organization.

25. Grebe E et al. (2018) Population-level HIV incidence estimates using a
combination of synthetic cohort and recency biomarker approaches in
KwaZulu-Natal, South Africa. PLoS ONE 13, e0203638.

Epidemiology and Infection 5

https://doi.org/10.1017/S0950268820000503 Published online by Cambridge University Press

https://tools.incidence-estimation.org/idt/
https://tools.incidence-estimation.org/idt/
https://tools.incidence-estimation.org/idt/
https://doi.org/10.1017/S0950268820000503

	Estimated dates of detectable infection (EDDIs) as an improvement upon Fiebig staging for HIV infection dating
	References


