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The authors apologise for errors that appear in the molecular phylogenetic analyses of the
ND1 locus. The ND1 sequences of Brachylaima mesostoma, NCBI Acc. Nos. KT074969
and KT074970, were accidentally replaced with incorrect ones, which resulted in a slightly
longer branch of the species in Fig. 2B and related supplementary material Fig. S4, inclusion
of incorrect sequences in Table S5, different maximum likelihood fits in Table S9, and incor-
rect estimates of interspecific variability between B. mesostoma and other tested
Brachylaimidae in Table 3. Please find below the corrected materials. The conclusions of
the study are not affected by this correction.

The interspecific variability between B. mesostoma and the other species, reported initially in
Table 3, was as follows: L. paradoxum 1.350 £ 0.301, L. vogtianum 1.491 +0.327, L. subtilis
1.337 £ 0.287 base differences per site generated by averaging over all sequence pairs between
groups (means*S.E.). There was no intraspecific variability between the two analyzed
B. mesostoma sequences.
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A-CO1

gg KT074959 and 61 Brachylaima mesostoma from two host species Corrigendum

100 ' KP903684 (1896) Brachylaima mesostoma from Turdus philomelos

36 KT074963 (2442) Brachylaima mesostoma from Sylvia atricapilla

HE663453 and 54 Renylaima capensis

10
L KT074958 (2431) Brachylaima arcuatus from Garrulus glandarius

& KP903642, 46-52, 59 and 60 Leucochloridium paradoxum from three host species
100| KP903643 (1609) Leucochloridium paradoxum from Erithacus rubecula
KP903661 (1846) Leucochloridium paradoxum from Erithacus rubecula
KP903662 (1847) Leucochloridium paradoxum from Erithacus rubecula
KP903670 (1855) Leucochloridium vogtianum from Locustella fluviatilis
60 KP903669 (1854) Leucochloridium vogtianum from Locustella fluviatilis

KP903667 (1852) Leucochloridium vogtianum from Acrocephalus arundinaceus
KP903656 (1798) Leucochloridium vogtianum from Locustella fluviatilis
KP903654 (1796) Leucochloridium vogtianum from Acrocephalus arundinaceus

100 KP903653 (1795) Leucochloridium wogtianum from Acrocephalus scirpaceus

KP903668 (1853) Leucochloridium vogtianum from Acrocephalus scirpaceus

100

KP903655 (1797) Leucochloridium vogtianum from Acrocephalus scirpaceus
KP903665 (1850) Leucochloridium perturbatum from Turdus merula

871 KP903645 (1611) Leucochloridium perturbatum from Turdus merula
KP903664 (1849) Leucochloridium perturbatum from Turdus merula

100 | KP903663 (1848) Leucochloridium perturbatum from Turdus philomelos
KP903644 (1610) Leucochloridium perturbatum from Turdus philomelos
KT921336 (1899) Leucochloridium subtilis from Turdus philomelos

KP903681-83 Urogonimus macrostomus from Dendrocopos major

% KP903658 (1831) Urogonimus macrostomus from Phylloscopus collybita

KP903678-80 Urogonimus macrostomus from Prunella modularis
KP903671 (1871) Leucochloridiomorpha lutea from Anas platyrhynchos

1 63

KT074957 (1894) Michajlovia migrata from Turdus philomelos

KP903677 (1880) Urotocus rossitensis from Prunella modularis
KP903676 (1879) Urotocus rossitensis from Prunella modularis
KP903675 (1878) Urotocus rossitensis from Prunella modularis
% KP903674 (1877) Urotocus rossitensis from Sylvia atricapilla

KP903673 (1876) Urotocus rossitensis from Sylvia atricapilla
KP903672 (1875) Urotocus rossitensis from Sylvia atricapilla

KP903657 (1830) Urotocus rossitensis from Erithacus rubecula

FJ713138 Glaphyrostomum sp.
AY 157194 Ornithobilharzia canaliculata (Schistosomatidae)

0.5

B—-ND1

KP903709_(1792)_Leucochloridium_paradoxum_ex_Parus_major

~

© KP903710_(1793)_Leucochloridium_paradoxum_ex_Parus_major
° KP903711_(1794)_Leucochloridium_paradoxum_ex_Parus_major
190 | «p903715_(1847)_Leucochloridium_paradoxum_ex_Erithacus._rubecula

97 KP903708_(1790)_Leucochloridium_paradoxum_ex_Cyanistes_caeruleus

KP903713_(1797)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus

100 KP903712_(1795)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus

100 55 KP803714_(1798)_Leucochloridium_vogtianum_ex_Locustella_fluiatilis

72! KP903717_(1854)_Leucochloridium_wvogtianum_ex_Locustella_fluvatilis
KP903718_(1895)_Leucochloridium_subtilis_ex_Turdus_philomelos
100 ' KP903719_(1899)_Leucochloridium_subtilis_ex_Turdus_philomelos

| KT074969 (2437) Brachylaima mesostoma ex Turdus philomelos (corrected)

1001 KT074970 (2442) Brachylaima mesostoma ex Sylva atricapilla (corrected)

AY 386168_Diplostomum_phoxini_(Diplostomidae)

—

Fig. 2. Maximum-likelihood analysis of sequences of mitochondrial DNA loci [CO1 (A) and ND1 (B)] of Brachylaimoidea.
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Figure S4. Phylogenetic tree (50% majority-rule consensus) based on Bayesian inference of Brachylaimoidea ND1 locus. Color of branches indicates Bayesian pos-

terior probabilities. We obtained the following summary statistics for the for analysis performed: average standard deviation of split frequencies 0.0028, maximum
standard deviation of split frequencies 0.0100, average potential scale reduction factor 1.005, and maximum potential scale reduction factor 1.008.
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Table S5. Alignment of trimmed ND1 locus corresponding to nt. 25-424 (400 bp) of Leucochloridium paradoxum KP903708, which consisted of partial ND1 coding
sequence.

KP903709_(1792)_Leucochloridium_paradoxum_ex_Parus_major
KP903710_(1793)_Leucochloridium_paradoxum_ex_Parus_major
KP903708_(1790)_Leucochloridium_paradoxum_ex_Cyanistes_caeruleus
KP903715_(1847)_Leucochloridium_paradoxum_ex_Erithacus_rubecula
KP903711_(1794)_Leucochloridium_paradoxum_ex_Parus_major
KP903714_(1798)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis
KP903717_(1854)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis
KP903712_(1795)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus
KP903713_(1797)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus
KP903718_(1895)_Leucochloridium_subtilis_ex_Turdus_philomelos
KP903719_(1899)_Leucochloridium_subtilis_ex_Turdus_philomelos HGH
KT074969_(2437)_Brachylaima_mesostoma_ex_Turdus_philomelos_(corrected)
KT074970_(2442)_Brachylaima_mesostoma_ex_Sylvia_atricapilla_(corrected)
AY386168_Diplostomum_phoxini_(Diplostomidae)

Consensus AAAGATTTGC TGATTTTATC GGTTGCTGTG TATAATATTC
100%
comeraion | TN ol [TV (VTR o DRl TPl [T

alo 1([)0 1z|o
KP903709_(1792)_Leucochloridium_paradoxum_ex_Parus_major GGHGGTGGH 120
KP903710_(1793)_Leucochloridium_paradoxum_ex_Parus_major 120
KP903708_(1790)_Leucochloridium_paradoxum_ex_Cyanistes_caeruleus 120
KP903715_(1847)_Leucochloridium_paradoxum_ex_Erithacus_rubecula 120
KP903711_(1794)_Leucochloridium_paradoxum_ex_Parus_major 120
KP903714_(1798)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis 120
KP903717_(1854)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis 120
KP903712_(1795)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus 120
KP903713_(1797)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus GGBGGTGGGT 120
KP903718_(1895)_Leucochloridium_subtilis_ex_Turdus_philomelos GGEGGTGG 120
KP903719_(1899)_Leucochloridium_subtilis_ex_Turdus_philomelos GGEGGTGG HGT 120
KT074969_(2437)_Brachylaima_mesostoma_ex_Turdus_philomelos_(corrected) GENGETGG TGEGTGGGGHT 120
KT074970_(2442)_Brachylaima_mesostoma_ex_Sylvia_atricapilla_(corrected) GTEGTTGG TGEGTGGGGT 120
AAY386168_Diplostomum_phoxini_(Diplostomidae) TGH| [ ] TGGTTT 120

Consensus GGAGGTGGAT TTCTTGGGTG GGTGTGTTTT TAATGGTTGC GGTCTCTGTA GGTTTAACTT

100%

consaraon |11 I Tef] (Vi A EIR T (Y ey TR Y A

2

KP903709_(1792)_Leucochloridium_paradoxum_ex_Parus_major
KP903710_(1793)_Leucochloridium_paradoxum_ex_Parus_major
KP903708_(1790)_Leucochloridium_paradoxum_ex_Cyanistes_caeruleus
KP903715_(1847)_Leucochloridium_paradoxum_ex_Erithacus_rubecula [
KP903711_(1794)_Leucochloridium_paradoxum_ex_Parus_major
KP903714_(1798)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis
KP903717_(1854)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis
KP903712_(1795)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus
KP903713_(1797)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus
KP903718_(1895)_Leucochloridium_subtilis_ex_Turdus_philomelos
KP903719_(1899)_Leucochloridium_subtilis_ex_Turdus_philomelos
KT074969_(2437)_Brachylaima_mesostoma_ex_Turdus_philomelos_(corrected) [
KT074970_(2442)_Brachylaima_mesostoma_ex_Sylvia_atricapilla_(corrected)
AY386168_Diplostomum_phoxini_(Diplostomidae)
Consensus TGTTGTATTC TTTGGTGTAT AAAGGGTTGA GNGATATTAA ATGGTTGTTG TGGTGTCTNA

Al

I ) e P el e T el k1 i

200

00%
Conservation
0%

240

|
KP903709_(1792)_Leucochloridium_paradoxum_ex_Parus_major [ FiTcHEGGGH cicAccEABA 240
KP903710_(1793)_Leucochloridium_paradoxum_ex_Parus_major TGHEGGGH 240
KP903708_(1790)_Leucochloridium_paradoxum_ex_Cyanistes_caeruleus GGGH 240
KP903715_(1847)_Leucochloridium_paradoxum_ex_Erithacus_rubecula GGGH 240
KP903711_(1794)_Leucochloridium_paradoxum_ex_Parus_major GGGH 240
KP903714_(1798)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis GGGG 240
KP903717_(1854)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis GGG 240
KP903712_(1795)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus GGGG 240
KP903713_(1797)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus GGGG 240
KP903718_(1895)_Leucochloridium_subtilis_ex_Turdus_philomelos GGG 240
KP903719_(1899)_Leucochloridium_subtilis_ex_Turdus_philomelos GG 240
KT074969_(2437)_Brachylaima_mesostoma_ex_Turdus_philomelos_(corrected) GGT 240
KT074970_(2442)_Brachylaima_mesostoma_ex_Sylvia_atricapilla_(corrected) GGT 240
AY386168_Diplostomum_phoxini_(Diplostomidae) GGT 240
Consensus TTTTAGTTAG TTTGACGGGN CATGCTTTAT TAGCTGCAGG GTGAGGTACT TATAGGAAGT
100%
cwesost, 0T VLI TN Tt el T
2?0 2:[30 3o|o
KP903709_(1792)_Leucochloridium_paradoxum_ex_Parus_major Tl 300
KP903710_(1793)_Leucochloridium_paradoxum_ex_Parus_major A 300
KP903708_(1790)_Leucochloridium_paradoxum_ex_Cyanistes_caeruleus 300
KP903715_(1847)_Leucochloridium_paradoxum_ex_Erithacus_rubecula 300
KP903711_(1794)_Leucochloridium_paradoxum_ex_Parus_major B 300
KP903714_(1798)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis A 300
KP903717_(1854)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis 300
KP903712_(1795)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus 300
KP903713_(1797)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus B 300
KP903718_(1895)_Leucochloridium_subtilis_ex_Turdus_philomelos 300
KP903719_(1899)_Leucochloridium_subtilis_ex_Turdus_philomelos 300
KT074969_(2437)_Brachylaima_mesostoma_ex_Turdus_philomelos_(corrected) 300
KT074970_(2442)_Brachylaima_mesostoma_ex_Sylvia_atricapilla_(corrected) 300
AY386168_Diplostomum_phoxini_(Diplostomidae) A 300

Consensus ATGCTTTGTT TGGTTCTCTT CGTGTATCTT TTTGNTCTGT TATGCATGAG ATAAATTTTA

consersason [[ 1T oD [T 0T TR T o oo 1T
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Table S5. Continued

KP903709_(1792)_Leucochloridium_paradoxum_ex_Parus_major TGTGEGTGTG 360
KP903710_(1793)_Leucochloridium_paradoxum_ex_Parus_major TGTGEGTGTG 360
KP903708_(1790)_Leucochloridium_paradoxum_ex_Cyanistes_caeruleus TGTGEGTGTG 360
KP903715_(1847)_Leucochloridium_paradoxum_ex_Erithacus_rubecula TGTGEGTGTG 360
KP903711_(1794)_Leucochloridium_paradoxum_ex_Parus_major TGTGEGTGTG 360
KP903714_(1798)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis HGTGTGTGTG 360
KP903717_(1854)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis HGHGTGTEGTG 360
KP903712_(1795)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus TGTGTEGTGTG 360
KP903713_(1797)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus TGTGTGTGTG 360
KP903718_(1895)_Leucochloridium_subtilis_ex_Turdus_philomelos TGHGTGTHATG 360
KP903719_(1899)_Leucochloridium_subtilis_ex_Turdus_philomelos GG ule] 360
KT074969_(2437)_Brachylaima_mesostoma_ex_Turdus_philomelos_(corrected) TGEG GT 360
KT074970_(2442)_Brachylaima_mesostoma_ex_Sylvia_atricapilla_(corrected) hilchilel GT [ TAT B G G 360
AY386168_Diplostomum_phoxini_(Diplostomidae) TGTGCEETHEGT Ll 360

Consensus TGTGTGTGTG TATTTACGTN GGGGTTGTAT TGNGGTGTTA TAATGTGAGC CCNTTAGAGG

100%

comaraion. | 11T ) (el (U el 1o R TP e (TR T
380 400
| |
KP903709_(1792)_Leucochloridium_paradoxum_ex_Parus_major ETBGETGGTG G A 400
KP903710_(1793)_Leucochloridium_paradoxum_ex_Parus_major BTHEGTTGGTG GT 400
KP903708_(1790)_Leucochloridium_paradoxum_ex_Cyanistes_caeruleus BGTT GIT 400

(] 400
GT 400
GT 400
GT 400
[ch] 400
GT B 400
GT T 400

| ] 400

KP903715_(1847)_Leucochloridium_paradoxum_ex_Erithacus_rubecula
KP903711_(1794)_Leucochloridium_paradoxum_ex_Parus_major
KP903714_(1798)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis
KP903717_(1854)_Leucochloridium_vogtianum_ex_Locustella_fluviatilis
KP903712_(1795)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus
KP903713_(1797)_Leucochloridium_vogtianum_ex_Acrocephalus_scirpaceus
KP903718_(1895)_Leucochloridium_subtilis_ex_Turdus_philomelos
KP903719_(1899)_Leucochloridium_subtilis_ex_Turdus_philomelos BT
KT074969_(2437)_Brachylaima_mesostoma_ex_Turdus_philomelos_(corrected) HGGH! 400
KT074970_(2442)_Brachylaima_mesostoma_ex_Sylvia_atricapilla_(corrected) HGGH TT G uile] 400
AY386168_Diplostomum_phoxini_(Diplostomidae) BETETHEETG GTT GTTH 400

Consensus ATAGTTGGTG GTTTCTTTGT TGAGGGTTCC CTTGAGTCTA

corsenaioy [T 1 T ETT T T T (T T

Table S$9. Maximum likelihood fits of 24 nucleotide substitution models for the ND1 locus (14 sequences with a total of 398 positions in the final dataset), with all
sites used for the analyses, including the gaps. For each model, we calculated the Bayesian information critetion, Akaike information criterion (corrected) and
maximum likelihood values.

Model #Param BIC AlCc InL Invariant Gamma R Freq A Freq T Freq C Freq G
HKY+| 30 3823.5 3625.0 —1782.4 0.28 n/a 2.30 0.21 0.42 0.11 0.27
HKY+G+| 31 3828.4 3623.3 —1780.5 0.27 4.14 243 0.21 0.42 0.11 0.27
TNO93+| 31 3832.0 3627.0 —-1782.3 0.28 n/a 2.32 0.21 0.42 0.11 0.27
TNI93+G+| 32 3836.8 3625.2 —1780.4 0.27 4.04 2.46 0.21 0.42 0.11 0.27
HKY+G 30 3837.1 3638.7 —1789.2 n/a 1.74 1.60 0.21 0.42 0.11 0.27
TN93+G 31 3845.7 3640.7 —1789.2 n/a 1.74 1.60 0.21 0.42 0.11 0.27
GTR+| 34 3852.3 3627.4 —1779.5 0.27 n/a 2.15 0.21 0.42 0.11 0.27
GTR+G+I 35 3854.8 3623.3 —-1776.4 0.25 3.29 2.29 0.21 0.42 0.11 0.27
GTR+G 34 3862.6 3637.8 —1784.7 n/a 1.71 1.62 0.21 0.42 0.11 0.27
HKY 29 3868.3 3676.5 —1809.1 n/a n/a 1.30 0.21 0.42 0.11 0.27
TN93 30 3876.8 3678.3 —1809.0 n/a n/a 1.30 0.21 0.42 0.11 0.27
GTR 33 3896.4 3678.1 —1805.9 n/a n/a 1.31 0.21 0.42 0.11 0.27
T92+l 28 3934.5 3749.3 —1846.5 0.31 n/a 1.85 0.31 0.31 0.19 0.19
T92+G+l 29 3939.5 3747.6 —1844.7 0.19 1.33 1.84 0.31 0.31 0.19 0.19
T92+G 28 3943.4 3758.2 —1850.9 n/a 1.80 1.36 0.31 0.31 0.19 0.19
T92 27 3968.1 3789.5 —1867.6 n/a n/a 1.16 0.31 0.31 0.19 0.19
K2+l 27 3995.0 3816.4 —1881.1 0.29 n/a 1.45 0.25 0.25 0.25 0.25
K2+G 27 4000.4 3821.8 —1883.8 n/a 1.85 1.25 0.25 0.25 0.25 0.25
K2+G+l 28 4000.8 3815.6 —1879.6 0.14 1.31 1.51 0.25 0.25 0.25 0.25
K2 26 4020.2 3848.2 —1898.0 n/a n/a 1.10 0.25 0.25 0.25 0.25
JCHI 26 4034.6 3862.6 —1905.2 0.25 n/a 0.50 0.25 0.25 0.25 0.25
JC+G 26 4035.7 3863.7 —1905.7 n/a 1.99 0.50 0.25 0.25 0.25 0.25
JC+G+I 27 4040.6 3862.0 —1903.9 0.00 1.08 0.50 0.25 0.25 0.25 0.25
JC 25 4049.6 3884.1 —1917.0 n/a n/a 0.50 0.25 0.25 0.25 0.25
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